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Dynamic Model of Cytomegalovirus with Vertical Infection
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( 1. School of Applied Sciences Harbin University of Science Technology Harbin 150080 china;
2. Department of Paediatrics Heilongjiang Provincial Hospital Harbin 150036 China)

Abstract: In this paper the problem of vertical infection of babies with cytomegalovirus in breast milk is
considered a dynamic model of cytomegalovirus is established the equilibrium stability condition of the model is
given and the effect of randomness of breast milk feeding on the threshold value is analyzed. According to the
classification criteria of cytomegalovirus infection define by the “Expert Consensus 2017”  the limiting conditions of
the probability of breastfeeding are given. The different probability of breast milk treatment for cytomegalovirus
infection in infants is numerical simulated and recommendations for safe feeding are made.
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under breast feeding
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Tab.1 values and biological significance of each parameter
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